Figure 1.1 The Spectrum of Genetic Contributions to Disease
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A PHINER OF HUMAN GENETICS, Figura 1.3

Figure 1.2 Additivity, Dominance, and Epistasis

Dihybrid Cross, two loci

Locus 1:C&T Llocus 2:G&A
P CCGG x TTAA
F1 CTGA x CTGA
F2 CG CA TG TA

CG |CCGG CCGA CTGG CTGA

CA |CCGA CCAA CTGA CTAA

TG |CTGG CTGA TIGG TIGA

TA | CTGA CTAA TTGA TTAA

2016-03-14




Figure 1.2 Additivity, Dominance, and Epistasis (Part 1)

(&) Additive: Heterozygotes phenotypes intermediate between homozygotes.
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Figure 1.2 Additivity, Dominance, and Epistasis (Part 2)
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Figure 1.2 Additivity, Dominance, and Epistasis (Part 2)

Dominance (two loci) [G>A;C>T)
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Figure 1.2 Additivity, Dominance, and Epistasis (Part 3)
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Figure 1.3 Estimation of Heritability
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Figure 1.3 Estimation of Heritability (Part 1)
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Figure 1.3 Estimation of Heritability (Part 1)
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Figure 1.3 Estimation of Heritability (Part 1)
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Figure 1.3 Estimation of Heritability (Part 2)
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Figure 1.3 Estimation of Heritability (Part 2)
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Figure 1.3 Estimation of Heritability (Part 3)

Figure 1.4 Mendelian Transmission within a Three-Generation Pedigree
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Figure 1.4 Mendelian Transmission within a Three-Generation Pedigree
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Figure 1.4 Mendelian Transmission within a Three-Generation Pedigree
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Figure 1.4 Mendelian Transmission within a Three-Generation Pedigree
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Figure 1.7 Multiplicative Effects of Rare Mutations in Families
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Figure 1.8 The Missing Heritability Problem
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Figure 1.9 The Genetic Basis of Complex Phenotypes
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Figure 1.10 SNP-based Heritability Estimation
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Figure 1.10 SNP-based Heritability Estimation
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Figure 1.10 SNP-based Heritability Estimation
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