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DNA sequence variation in Great Apes

e’s indicate single-nucleotide polymorphism (SNP) sites
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Pairwise genetic distances among Great Apes

(# A out of 15,447bp [below]; % A [above])
(after SMC Flynn & SM Carr 2007 BMC Genomics 8,339)
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Gorilla NCBI 0 0.79 997 10.01 10.31 10.36 10.40 10.42
Gorilla SMCF 122 0 10.02 10.09 10.35 10.42 10.46 10.49
Pan NCBI 1540 1548 0 0.84 8.19 8.42 8.31 8.37
Pan SMCF 1547 1559 130 O 835 861 849 8.5
Neandertal 1592 1599 1265 1290 0 1.18 1.12 1.18
San2 (L1) 1601 1610 1301 1330 183 0 0.54 0.61
Fr2 (A2) 1606 1616 1284 1312 173 84 0 0.26
SMC (U) 1610 1620 1293 1321 183 94 40 0




Th eDesc ,,,,, uent of Man

Nelghbor-Jomlng analysis of mutational differences among Great Apes
_ (after SMC Flynn & SM Carr 2007 BMC Genomics 8 339)
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Genetic origins of the “Mitochondrial Eve” (Ingman et al. 2000)
>200,000 years ago

The “Out of Africa” Hypothesis

“‘Eve’s” non-African daughters

37,500 yrs ago
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Phylogeography of Newfoundland Carlbou

[CD Wilkerson, MSc 2010 Wllkerson Carr etal., in progress]
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mMtDNA contig & whole-genome st

(Rangifer tarandus caribou)

Fragment 1 (7,171 bp)

Fragment 2b (1,037 bp) : Lo Fragment 2a (9,215 bp)
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MtDNA genome phylogeography of Nfld Caribou is shallow
[CD Wilkerson MSc 2010; Carr & Wilkerson, in prep)
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Dlstrlbutlon of subspecies of

Nearctic Caribou & Palearctic Reindeer
(Rangifer tarandus ssp)
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Caribou
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 Olive, the other Reindeer: =~

Single-locus network of Palea,rctlc & Nearctic Ranglfer genotypes
(F|agstéia & Réed 2003) L
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H® Helena
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Lingisters
Graaniand Bara
Lsrmdar
(XLE)

Thenall the Reindeer:
Palearctic Haplogroup Ill basal; Nfld Caribou a distinct,

R

AF096444 car WLF1 i
| .,

Reindeer REF
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(Svalbard Is)

| AF086425 car CARZ

1 AF096426 car JNP2

AF096431 gro BLN2

AF096441 gro BATS
AF096433 gro BFN1

AF006445 car NEO1

AF086412 gro BAT1

'AF088415 gro BATS
AF098416 gro BAT4

2 “Haplogroup I
e ~_(N. American)

{ SKN2
e AF096446 gro BATT
{ AF096414 car PUK1

Newfoundland

CR, 1063 bp

[after Dueck]

# DL

post-glacial lineage
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